
 YLR160C, ASP3-4     || cellular response to nitrogen starvation* 
 YLL019C, KNS1       || protein amino acid phosphorylation 
 YLL039C, UBI4       || response to stress* 
 YOR215C,           || biological_process unknown 
 YLL020C,           || biological_process unknown 
 YHR097C,           || biological_process unknown 
 YGL046W,           ||  
 YJL155C, FBP26      || gluconeogenesis 
 YPR005C, HAL1       || transcription initiation from Pol II promoter* 
 YDR043C, NRG1       || regulation of transcription from Pol II promoter* 
 YIR043C,           || biological_process unknown 
 YDL072C,           || biological_process unknown 
 YIL124W, AYR1       || phosphatidic acid biosynthesis 
 YJL068C,           || formaldehyde catabolism 
 YAL054C, ACS1       || acetyl-CoA biosynthesis* 
 YKR009C, FOX2       || fatty acid beta-oxidation 
 YDL048C, STP4       || biological_process unknown 
 YEL038W, UTR4       || biological_process unknown 
 YIL107C, PFK26      || fructose 2,6-bisphosphate metabolism* 
 YER062C, HOR2       || response to osmotic stress* 
 YDL230W, PTP1       || protein amino acid dephosphorylation 
 YHL046C,           || biological_process unknown 
 YER128W,           || biological_process unknown 
 YOR044W,           || biological_process unknown 
 YCR100C,           || biological_process unknown 
 YCR101C,           || biological_process unknown 
 YIL111W, COX5B      || anaerobic respiration 
 YGR146C,           || biological_process unknown 
 YMR175W, SIP18      || response to osmotic stress* 
 YMR118C,           || biological_process unknown 
 YDR513W, TTR1       || response to oxidative stress* 
 YHR055C, CUP1-2     || response to copper ion 
 YHR053C, CUP1-1     || response to copper ion 
 YBL075C, SSA3       || response to stress* 
 YGR142W, BTN2       || intracellular protein transport* 
 YDL020C, RPN4       || ubiquitin-dependent protein catabolism 
 YOL151W, GRE2       || response to stress 
 YOL150C,           || biological_process unknown 
 YDL244W, THI13      || thiamin biosynthesis 
 YGR201C,           || biological_process unknown 
 YLR164W,           || biological_process unknown 
 YEL012W, UBC8       || protein monoubiquitination* 
 YIL024C,           || biological_process unknown 
 YLR311C,           || biological_process unknown 
 YJL163C,           || biological_process unknown 
 YLR177W,           || biological_process unknown 
 YKR046C,           || biological_process unknown 
 YPR098C,           || biological_process unknown 
 YOR292C,           || biological_process unknown 
 YML042W, CAT2       || carnitine metabolism 
 YOR393W, ERR1       || biological_process unknown 
 YPL281C, ERR2       || biological_process unknown 
 YOR152C,           || biological_process unknown 
 YOR121C,           || biological_process unknown 
 YJL152W,           || biological_process unknown 
 YJL151C, SNA3       || biological_process unknown 
 YER039C, HVG1       || biological_process unknown 
 YDR059C, UBC5       || response to stress* 
 YMR174C, PAI3       || vacuolar protein catabolism 
 YGL248W, PDE1       || cAMP-mediated signaling 
 YKR091W, SRL3       || nucleobase, nucleoside, nucleotide and nucleic acid metabolism
 YGR137W,           || biological_process unknown 
 YDR003W,           || biological_process unknown 
 YDR092W, UBC13      || protein monoubiquitination* 
 YEL049W, PAU2       || biological_process unknown 
 YGR294W,           || biological_process unknown 
 YGL261C,           || biological_process unknown 
 YIL176C,           || biological_process unknown 
 YBL029W,           || biological_process unknown 
 YER053C,           || biological_process unknown 
 YER035W, EDC2       || deadenylation-dependent decapping 
 YDR204W, COQ4       || ubiquinone metabolism 
 YDR453C, TSA2       || regulation of redox homeostasis 
 YBR269C,           || biological_process unknown 
 YBR241C,           || biological_process unknown 
 YBR139W,           || biological_process unknown 
 YHR209W,           || biological_process unknown 
 YMR169C, ALD3       || response to stress* 
 YLR252W,           || biological_process unknown 
 YJR155W, AAD10      || aldehyde metabolism 
 YOR031W, CRS5       || response to metal ion 
 YDR001C, NTH1       || response to stress* 
 YLR297W,           || biological_process unknown 
 YIL087C,           || biological_process unknown 
 YBR222C, PCS60      || biological_process unknown 
 YNL115C,           || biological_process unknown 
 YLR258W, GSY2       || glycogen metabolism 
 YOR185C, GSP2       || nuclear organization and biogenesis 
 YOR161C,           || biological_process unknown 
 YJL015C,           || biological_process unknown 
 YJL016W,           || biological_process unknown 
 YPR127W,           || biological_process unknown 
 YJR096W,           || arabinose metabolism 
 YHR087W,           || biological_process unknown 
 YKL091C,           || biological_process unknown 
 YBR183W, YPC1       || ceramide metabolism 
 YGR161C,           || biological_process unknown 
 YLR149C,           || biological_process unknown 
 YKL151C,           || biological_process unknown 
 YMR173W-A,           || biological_process unknown 
 YJL144W,           || response to dessication 
 YDR262W,           || biological_process unknown 
 YBR230C,           || biological_process unknown 
 YKL142W, MRP8       || protein biosynthesis 
 YLR356W,           || biological_process unknown 
 YMR322C,           || biological_process unknown 
 YPL280W,           || biological_process unknown 
 YOR391C,           || biological_process unknown 
 YFL014W, HSP12      || response to oxidative stress* 
 YNL200C,           || biological_process unknown 
 YKR076W, ECM4       || cell wall organization and biogenesis 
 YMR181C,           || biological_process unknown 
 YML128C, MSC1       || meiotic recombination 
 YGR008C, STF2       || ATP synthesis coupled proton transport* 
 YIL136W, OM45       || biological_process unknown 
 YLR178C, TFS1       || regulation of proteolysis and peptidolysis 
 YMR170C, ALD2       || aldehyde metabolism* 
 YLR251W,           || biological_process unknown 
 YPL123C, RNY1       || cellular morphogenesis 
 YBL078C, AUT7       || protein-vacuolar targeting* 
 YAL034C, FUN19      || biological_process unknown 
 YJL161W,           || biological_process unknown 
 YMR105C, PGM2       || glucose 1-phosphate utilization* 
 YBL064C, PRX1       || regulation of redox homeostasis 
 YDR171W, HSP42      || response to stress* 
 YLL026W, HSP104     || response to stress* 
 YBR006W, UGA2       || response to oxidative stress* 
 YGR043C,           || biological_process unknown 
 YCR021C, HSP30      || response to stress* 
 YBR169C, SSE2       || protein folding 
 YER150W, SPI1       || biological_process unknown 
 YDR070C,           || biological_process unknown 
 YMR090W,           || biological_process unknown 
 YBR214W, SDS24      || meiosis* 
 YBR026C, ETR1       || aerobic respiration* 
 YHR104W, GRE3       || response to stress* 
 YBR072W, HSP26      || response to stress* 
 YAL061W,           || biological_process unknown 
 YGR144W, THI4       || DNA repair* 
 YGR019W, UGA1       || nitrogen utilization 
 YBR126C, TPS1       || response to stress* 
 YBR056W,           || biological_process unknown 
 YOR120W, GCY1       || salinity response 
 YDR077W, SED1       || cell wall organization and biogenesis 
 YJR008W,           || biological_process unknown 
 YKR049C,           || biological_process unknown 
 YIR038C, GTT1       || glutathione metabolism 
 YLL023C,           || biological_process unknown 
 YCL040W, GLK1       || carbohydrate metabolism 
 YGL121C, GPG1       || signal transduction 
 YOR289W,           || biological_process unknown 
 YLR327C,           || biological_process unknown 
 YHR138C,           || vacuole fusion (non-autophagic) 
 YBL049W,           || biological_process unknown 
 YBL048W,           || biological_process unknown 
 YBR076W, ECM8       || cell wall organization and biogenesis 
 YCR083W, TRX3       || response to oxidative stress 
 YGR209C, TRX2       || response to oxidative stress* 
 YIR037W, HYR1       || response to oxidative stress 
 YCL035C, GRX1       || response to oxidative stress* 
 YMR250W, GAD1       || response to oxidative stress* 
 YBR149W, ARA1       || carbohydrate metabolism 
 YDL023C,           || biological_process unknown 
 YDL022W, GPD1       || intracellular accumulation of glycerol 
 YDR055W, PST1       || biological_process unknown 
 YBR054W, YRO2       || biological_process unknown 
 YPR149W, NCE102     || protein secretion 
 YNL305C,           || biological_process unknown 
 YEL060C, PRB1       || sporulation* 
 YNL208W,           || biological_process unknown 
 YDR032C, PST2       || biological_process unknown 
 YNL015W, PBI2       || vacuole fusion (non-autophagic)* 
 YDL124W,           || biological_process unknown 
 YIL045W, PIG2       || biological_process unknown 
 YGL156W, AMS1       || carbohydrate metabolism 
 YAR031W, PRM9       || conjugation with cellular fusion 
 YMR173W, DDR48      || DNA repair 
 YDR074W, TPS2       || response to stress* 
 YLR053C,           || biological_process unknown 
 YCR079W,           || biological_process unknown 
 YMR191W,           || biological_process unknown 
 YKL163W, PIR3       || cell wall organization and biogenesis 
 YJL159W, HSP150     || cell wall organization and biogenesis 
 YML100W, TSL1       || response to stress* 
 YNL160W, YGP1       || response to stress* 
 YOR173W,           || biological_process unknown 
 YEL011W, GLC3       || glycogen metabolism 
 YAL008W, FUN14      || biological_process unknown 
 YJL066C, MPM1       || biological_process unknown 
 YDL021W, GPM2       || gluconeogenesis* 
 YBR204C,           || biological_process unknown 
 YDL091C,           || biological_process unknown 
 YGL053W, PRM8       || conjugation with cellular fusion 
 YGR194C, XKS1       || xylulose catabolism 
 YJL038C,           || biological_process unknown 
 YJL017W,           || biological_process unknown 
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