
 YJL198W, PHO90      || phosphate transport 
 YHR162W,           || biological_process unknown 
 YDL198C, YHM1       || transport* 
 YCL009C, ILV6       || branched chain family amino acid biosynthesis 
 YLR023C,           || biological_process unknown 
 YDR449C, UTP6       || processing of 20S pre-rRNA 
 YDR037W, KRS1       || lysyl-tRNA aminoacylation 
 YBR249C, ARO4       || aromatic amino acid family biosynthesis 
 YKL029C, MAE1       || pyruvate metabolism* 
 YKL030W,           || biological_process unknown 
 YJL088W, ARG3       || arginine biosynthesis* 
 YGL009C, LEU1       || leucine biosynthesis 
 YKL120W, OAC1       || sulfate transport* 
 YHR208W, BAT1       || branched chain family amino acid biosynthesis
 YMR108W, ILV2       || branched chain family amino acid biosynthesis 
 YJR016C, ILV3       || branched chain family amino acid biosynthesis 
 YCL030C, HIS4       || histidine biosynthesis 
 YPR145W, ASN1       || asparagine biosynthesis 
 YOL058W, ARG1       || arginine biosynthesis* 
 YPL160W, CDC60      || leucyl-tRNA aminoacylation 
 YLR355C, ILV5       || mitochondrial genome maintenance* 
 YGL202W, ARO8       || aromatic amino acid family metabolism 
 YNL104C, LEU4       || leucine biosynthesis 
 YJR109C, CPA2       || arginine biosynthesis 
 YMR062C, ECM40      || cell wall organization and biogenesis* 
 YKL211C, TRP3       || tryptophan biosynthesis 
 YDR035W, ARO3       || aromatic amino acid family biosynthesis 
 YOR108W, LEU9       || leucine biosynthesis 
 YOR271C,           || biological_process unknown 
 YGL125W, MET13      || protein biosynthesis* 
 YDL131W, LYS21      || lysine biosynthesis, aminoadipic pathway 
 YPR033C, HTS1       || histidyl-tRNA aminoacylation 
 YGR124W, ASN2       || asparagine biosynthesis 
 YHR020W,           || biological_process unknown 
 YHR019C, DED81      || asparaginyl-tRNA aminoacylation 
 YIL116W, HIS5       || histidine biosynthesis 
 YPL252C, YAH1       || heme a biosynthesis 
 YPL273W, SAM4       || sulfur amino acid metabolism 
 YGL148W, ARO2       || aromatic amino acid family biosynthesis 
 YBR248C, HIS7       || histidine biosynthesis 
 YBR104W, YMC2       || transport 
 YCLX10C,           ||  
 YCL018W, LEU2       || leucine biosynthesis 
 YJR025C, BNA1       || nicotinamide adenine dinucleotide biosynthesi
 YLR349W,           || biological_process unknown 
 YLR348C, DIC1       || dicarboxylic acid transport 
 YHR063C, PAN5       || biological_process unknown 
 YKL218C,           || biological_process unknown 
 YOL158C, ENB1       || ferric-enterobactin transport 
 YDR264C, AKR1       || endocytosis* 

Figure 4 Cluster 6


