
 YPL171C, OYE3       || biological_process unknown 
 YGR154C,           || biological_process unknown 
 YGR153W,           || biological_process unknown 
 YDR223W,           || biological_process unknown 
 YDL059C, RAD59      || double-strand break repair via break-induced replication
 YIL163C,           || biological_process unknown 
 YKL096W, CWP1       || cell wall organization and biogenesis 
 YNL191W,           || biological_process unknown 
 YDR253C, MET32      || sulfur amino acid metabolism 
 YLR364W,           || biological_process unknown 
 YOL164W,           || biological_process unknown 
 YHR176W, FMO        || protein folding 
 YIR042C,           || biological_process unknown 
 YIL166C,           || transport 
 YFL055W,           || amino acid transport 
 YLL055W,           || biological_process unknown 
 YOL163W,           || transport 
 YPL054W, LEE1       || biological_process unknown 
 YLL056C,           || biological_process unknown 
 YGR087C, PDC6       || ethanol metabolism 
 YBR293W,           || biological_process unknown 
 YIR017C, MET28      || regulation of transcription from Pol II promoter* 
 YCLX05C,           ||  
 YCL034W, LSB5       || actin filament organization* 

Figure 4 Cluster 10


